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(A) 4/ + ATP4r24 + NADH (B) 2/ + ATP4r24 + NADH
) 4/ = ATP4r4/ + NADH D) 24 F ATP4r44 5 NADH
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Wz (bile acid) B)% *f i fk (pregnenolone)
©)*= 7 fE iy (cholesteryl ester) D)%+ "= Ff (biliary cholesterol )

Tolie ARk & ALpE A (thiol group) - ¥ vk EARAE (disulfide bond ) 45 0u
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(A)5xveps (serine) (B #3fe (cysteine)
Oper=pk (tyrosine ) (D)@ =fe (threonine)
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(A) Pro-Gly-Ala (B) Ser-Pro-Gly

©) Gly-Ala-Arg (D) Pro-Gly-Ala-Arg
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Az J?—Ta‘n:ﬁrﬁ A A (acetyl-CoA)

B®F % #:6-#p: (glucose-6-phosphate )

©) B-#z. 4~ Fg-# A (B-hydroxybutyryl-CoA )

D)p fr f& (pyruvic acid )

T g im —‘5 Pa %k % (adipokine ) ¥ B_iE AR & f gz ovuk B F AT R 4 (insulin
sensitivity ) ?

A% (leptin) B)*; 5% % (adiponectin)

©O*%= & % (insulin) D)= #% (glucagon)
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(A HMG-CoA lyase (B) B-3-hydroxybutyrate dehydrogenase

© B-3-ketoacyl-CoA transferase (D) thiolase

B>t pipci 4 b Ay (phosphatidylglycerol) # it X #yendcit » T 5@ HEEY

(AVErBLH o fig e %4 1_glycerol-3-phosphate £ fatty acyl-CoA

(B) glycerol-3-phosphate ™ d 4 jé 424~ & 5 NADH{S 24 =

O % #ifaH W fin 5 phosphatase#® 4% = phosphatidic acid?s » £ 4¢ }F "24 18 7 & 4% = P RE7y
( phosphatidylcholine )

(D)% A+ ¥ fig 5 phosphatase # 4% = phosphatidic acid ¢ » £ 4+ acyl-CoA ¥ i 4% = =
fit b g
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B- HAr @ it L [ PF{S > m R ¥ A& FE ey 9 A5V Bk (chylomicron)

O ¢ = fed i fig 7 o VLDLIE i3 5]k o k{1
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(A) trypsin B) lipase ©) amylase (D) lactase

A A BT F - F T ﬁ% (renin-angiotensin ) % stegcit o T AR iﬁﬁ FE 9

A)F % ( renin ) &% >talpha-§+ 9117% < % ( alpha-adrenergic receptor ) #-i % fcig
% J (angiotensinogen) -k % 5 & ¥ Jci¥F# | (angiotensin I)

B s B fcHE & | (angiotensin |) + 3% i & § < %5 % #& 3 p& ( angiotensin-converting
enzyme) A5 E 1%%%% Il Cangiotensin 1)

= ¥ e & Il (angiotensin 11) ¥ i3 wgcyclic AMPIL 5L @ (R 45 3% & ok B
£ kﬁﬂ% Il Cangiotensin Il) ¥ #FH F+ 3 &0 BELL B2 8 F »]t‘ﬁﬁ% 1

(angiotensin 1)

i3t 4 5DNAZE % (replication) #hgcit » & 5@ JF,ZJI Fz ?

(A) DNAZ & s (DNA polymerase) f F 4c » 23 (nucleoside )
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(B DNA3 !+ fi= (DNA primase) { # k<& DNA3I+ (DNA primer) & =

©fz3fep+ (helicase) # F4< it T+ £.# (unwind) DNAEE LSS

(D) DNA #: & f= (DNA ligase) f # %3+ (seal) ¥ 3% DNA 4 ¢ (nick)
NADHZNADPH? # #+ 2 F B R+ » = % EREEU R I AL EAN Kk W1 f?%ﬁﬁif?

(A NADH* *t e it & = » NADPH®* *t B it & f2 & 4 ATP

B NADH#* *+ 2 it & j2 &2 4 ATP > NADPH* »* e it & =

On Fidedmid

D)= F & %Ay * >tedexgag 4 ATP

/Jﬁﬁ' AAFmre ¢ v RBtahk B 5 ¢ CoHsOH + NAD*—CH3CHO + NADH + HY ;
ERDBERT EHIVAE0=-0.123V - = ok B A d BT 22 Bl 2 £AG0=
-NnFAE’0> # ? n=25F = 96.5 kJ/V/mol - ¢ &1 kcal = 4.18 k] - 2+ & »* ¥ & nAG’0
Al Mt EgL 5

(A)-99 kcal/mol B 23.7 kJ/mol

©) 99.1 kcal/mol (D)-5.67 kcal/mol
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